EARARWKRFE W ARIRS
IR TR GrE 3R

% =¥ iV

T & B i RERE
iR ZRFH: YR tE B
IME 3 RER S = R A2
PUT R (IR 2545 B KRR
% BOE: 2022404506 B

F R K F 6 R



|1

|

HHERILAA

 ARBRRFRMLT Y EARSERTEAREHA .
ARE-HESELTHAZEAAET, ERNE G EEMT

RFERE RRGEHTET .

ERFEAEBERINEEET, BANERL, A, 2THF

HR B RA KT B A S
. RFAMANTH, ARREETER L.



%4 7N el 5 HAEF A 1963-05
£ FREART | BREFEH LD 50
AL I A CE & &AL B2 (£ B 8] 2009-12
AL 5 B EhF Al B2 (L B 4] 2020-07
i@iﬁf 2002-07, F B A A RSB AR L H8 A2 ARE
e 2005-12, B KL HBS T+ L2
T 5
— A fe it B
e | #awm W
Rohbes W B R

F N H W A M AR > >

200512, R RN A%, R, Bl 8F 7 A& 0l
AR ARAEAR N, REF, A¥F AR LW
1986-07", 8 K ALK 7 L1

2005-07", B R AR FFE A4V

2010-07"2014-07, K FFr LW AVIIT CFHAF 525
2014-07"2017-07, R F [ LW AL
2017-07"2020-07, K F [, LI HAIIT (BHAFLH)
2020-07", R ¥ g, L Al

. HABUkREE. FARR

HRRE (EHRALF)

REAK

WK

R R

BRAK

28 5 B




R LAY
PN FEET .
B 4 bt af o] e
S
B4 e B % 51 ﬁﬁﬂ@%%
HE R L
Py FARER | RN e
H T
FE 4H FEAE | WESH | wweE | REAS
T
E A 2021 2020 2019 2018 2017
B2 R TNGEE
BB AR
ey I YA B
ik
P
KA b X/ it




HA

e AM BRI, SRT. RAVER., TEHEF. HAFRFE. FARE, HEAFC L)%K RS
F:

551824 AR Bt
1. T GWASHY AR 0 AR M R 42 K 5 25 ] 9 4248 5
2. 30MARIE AR R A BRI & 5 B A AR A

S 58 21T AF AERHFII% (SRT)
1. WL EHNZER AT 6L 7

WAL 2R AR £ LI MRS T

E: REERELTYR. EaR, 2V EMR. MRS,

=, EHARRRFHE B

T B 4 # HERE |FHRI| T | 2% %@g @ﬁ
(F ) i
Kb KA A5
HEH AW & T H %
HARKRAET EAEE FETEAL| FEH |2016-01] 180 |—fiE| £
=100 H A
SEB 5E %
Rk KA H B
HEH AW & T H %
HARKAHLET FREEEAL| 4% |2013-01| 160 |—fm | A4
=100 # A
eSS F %
. N \ HEHERE TH %
B A = L
ﬁ%%mﬁi;ﬂ%i%ﬁ?%ﬁg?%ﬁ ﬁg’}éggﬁ JTR% | 2011-01| 170 *%ﬁ 4%
LB BT
£ 5L
\ ° \ s o |BH (EEIHR TH %
ﬁ%%%ﬁﬁgﬁjiﬁ@ﬁ%%ﬁm Kl Hek| £HE [2013-09| 15 |—fiFk| &4
=R B. Pl A
5RBEZOE
AT %)
KA RO
EF A& F o TH %
HEAY R mfAET fhEEEAEL| AWK |2011-01| 60 |—fmAF=| &M
T =100 7 B A
E1ES 5 E%




A 0 M AT HEE I E HfM | 2019-06| 50 |fiEA|l &H
R R I
g e T 1 ) A
wiFREex kR LT wwa | 200707 — 5|
o &
R AN BT i
e RV | oy, ) e
2% A
IR RER TH &
B EERESHE EABFLE| RE | 2018-07 5|
# ¥
ek s ‘ |l TE %
KALAE > B HORIEH B35 | RERUH S| 2oy o010 s ] .
& MEREAEL x
5
‘ =TS TE &
WIT B E A AR RS N i
W, ERFEUEB/FRE
L
. T gx
HH /44 rmets/ wine |FELSAK Cuy | s
= it 1
AT R EENEE R
WREKEBREARS | MR 1/4 2017 ;;?%3%15
£ W hQTLRE 2 ST e
e S r Yy . Kk (BREE) /B
PR 2 2 F QTL R LR 1/2% 017 1 pa s g —%/
VIASIEREER | femas 1/3% 2016 .
10/ 7670 2 AL 1 =
EURE R RE| A 1/2% 9017 ) 2 A
B A
BRALERERER
ES SN E i T /1% 5017 JE A/
B RIA A
EH AN RISE &
%%&ﬁﬂﬁﬁiﬁ%ij( H\jﬂjjk 1/3* 2015 /’ﬁ;{&/
#gf j&fjﬁ%ﬁﬁ H [E 48 T 1/3% 2014 /H A/




MAREZEETT K
FL A B ] B A 22 A A8 3
il

Aol B35

1/1x%

2017

/E A/

A2 o AL A 4% 2 AR HT
il 4204 4

o [ Ak

1/3%

2014

/E A/

Overdominance is the
major genetic basis
of lint yield
heterosis in
interspecific
hybrids between G.
hirsutum and G.
barbadense

HEREDITY

3/6

2019

/ Fo Al (BT8R 50 /
3.677

Genomic insights
into divergence and
dual domestication

of cultivated
allotetraploid
cottons

GENOME BIOLOGY

24/30

2017

/F Al (BT8R0 /
13. 554

Genetic dissection
of lint yield and
fiber quality traits
of G. hirsutum in
G. barbadense
background

MOLECULAR BREEDING

3/5

2017

/ F Al (BT8R X0 /
2. 546

New QTLs for lint
percentage and boll
weight mined in
introgression lines
from two feral
landraces into

Gossypium hirsutum
acc TM-1

PLANT BREEDING

6/8

2016

/Fl (BT )/
1. 629

Association mapping
of seed oil and
protein contents in
upland cotton

EUPHYTICA

5/6

2015

/ F Al (BT8R X0 /
1. 385

Fine mapping of
clustered
quantitative trait
loci for fiber
quality on
chromosome 7 using a
Gossypium
barbadense
introgressed line

MOLECULAR BREEDING

2/4

2015

/E At (B F ) /
2. 246




Sequence-based ultr
a—dense genetic and
physical maps reveal
structural
variations of
allopolyploid cotton
genomes

GENOME BIOLOGY

12/15

2015

/ F Al (BT8R 0 /
10. 81

Quantitative trait
locus analysis of
boll-related traits
in an intraspecific
population of
Gossypium hirsutum

EUPHYTICA

5/7

2015

/E At (B F ) /
1.385

Sequencing of
allotetraploid
cotton (Gossypium
hirsutum L. acc. TM-
1) provides a
resource for fiber
improvement

NATURE
BIOTECHNOLOGY

49/54

2015

/E Al (A FI 50 /
41.514

Genomic analyses in
cotton identify
signatures of
selection and loci
associated with
fiber quality and
yield traits

NATURE GENETICS

21/24

2017

/E At (B F ) /
31. 694

Construction of a
complete set of
alien chromosome
addition lines from
Gossypium australe
in Gossypium
hirsutum:
morphological,
cytological, and
genotypic
characterization

THEORETICAL AND
APPLIED GENETICS

4/7

2014

/FAl (BT 0 /
3.507

Mapping of fiber
quality QTLs reveals
useful variation
and footprints of
cotton domestication
using introgression
lines

SCIENTIFIC REPORTS

2/1

2016

/ F Al (TR0 /
5.525

Genetic basis for
glandular trichome
formation in cotton

NATURE
COMMUNICATIONS

18/25

2016

/ FoAl (TR X0 /
12. 001




QTL mapping of fiber
quality in an elite
hybrid derived-RIL

population of upland

cotton

EUPHYTICA

3/6

2006

/H Al (TR0 /.
907

Molecular mapping of
QTLs for fiber
qualities in three
diverse lines in
Upland cotton using
SSR markers

MOLECULAR BREEDING

3/7

2005

/F Al (BT )/
1. 866

Genetic mapping of
quantitative trait
loci for fiber
quality and yield
trait by RIL
approach in Upland
cotton

EUPHYTICA

3/5

2007

/ F Al (BT8R X0 /
1. 05

Heterosis
performance of yield
and fibre quality
in F-1 and F-2
hybrids in upland
cotton

PLANT BREEDING

4/5

2004

/H Al (AT /.
941

Gossypium barbadense
genome sequence
provides insight
into the evolution
of extra—long staple
fiber and
specialized
metabolites

SCIENTIFIC REPORTS

41/49

2015

/ F Al (BT8R X0 /
5.578

QTL analysis and
epistasis effects
dissection of fiber
qualities in an
elite cotton hybrid
grown in second
generation

CROP SCIENCE

4/6

2007

/F Al (BT 0 /
1. 151

SSR marker—assisted
improvement of fiber
qualities in
Gossypium hirsutum
using G-barbadense
introgression lines

THEORETICAL AND
APPLIED GENETICS

3/5

2014

/E At (B F ) /
3.507




Favorable QTL
Alleles for Yield
and Its Components

Identified by
Association Mapping
in Chinese Upland

Cotton Cultivars

PLOS ONE

2/3

2013

/ F Al (BT8R X0 /
3.73

Variations and
Transmission of QTL
Alleles for Yield
and Fiber Qualities
in Upland Cotton
Cultivars Developed
in China

PLOS ONE

3/7

2013

/F Al (BT )/
3.73

Inheritance of long
staple fiber quality
traits of Gossypium
barbadense in G.
hirsutum background
using CSILs

THEORETICAL AND
APPLIED GENETICS

7/10

2012

/ F Al (BT8R X0 /
3.297

FMAELERAH#ATIE
HuAR =B R A K
F R BIQTLE fi

Journal of
Genetics and
Genomics

3/6

2007

/E A T80 /

P 2R 2% 20 A | 0 2 5m
R M HA R

((EVEARS

1/1x%

2009

/E A T8 50 /

| EH B % FSSR
FRI0 HEAT I AR R A
QTLEY & = fo 2 {1

4/6

2006

/E A T80 /

QTL mapping in A-
genome diploid
Asiatic cotton and
their congruence
analysis with AD—
genome tetraploid
cotton in genus
Gossypium

JOURNAL OF
GENETICS AND
GENOMICS

6/17

2008

/ F Al (BT X0 /.
358

A CC-NBS-LRR gene
induces hybrid
lethality in cotton

JOURNAL OF
EXPERIMENTAL
BOTANY

3/5

2019

/FAl (BT )/
6. 305

Gossypium barbadense
and Gossypium
hirsutum genomes
provide insights
into the origin and
evolution of
allotetraploid
cotton

NATURE GENETICS

34/39

2019

/F Al (BT8R X0 /
31.077




TRIBH SR E o —
Pk EHE S SR | AR RS R 4/7 2008 /E%ﬁﬁﬁﬂfi
& 1 4 H7
e T I .
7B R A I 2 B T 3/5 2006 |/ FHESHTR
QTLARIC A7 %€ fir
B RILERIESE S
FERAFEMREE| R 2/5 2006 |/ 5 ABSTTITR
3 £ AT
T3S T A g o /R T — %
PPN - 76 16 5 i 2/5 2006 )
WLE SRR AR S
ERALBRUREG|  HBEER 2/4 2006 |/ 5 ABSITITR
{548 £ A7
ERRELE XA E SR
REEHRETERS | feHER 5/6 2007 |/ B ABSTETTR
LA HQTL A #T
BBUASCkBEMAT | o /B R BT —
B 2R ek | R AR FF R 3/5 2007 )
TR R RENE S
WEXBEATRAER|  EWEHR 3/4 2005 /Eﬁﬁﬁﬁﬂ x
SR A L B
2 AETLIR LUK AT 3 LR
% 4 |
AR H ROSEN |mrnw (emosl| 2man |
— . FERLRR o
4 2= bt A=A Ay N . 3 S
— Y "
R fgr ot BV G, BB AR | 7 ERLATR | RLAR (8. 5% 0 | o0
= =N 0
v onmn oo [ERRERAFELR
BRAGHEE e B s | pmm | B | 200 | 28
e % 51 ‘
AR RaF G TER SO OEE gwa 50 FF w00 | 410
\ RLAAER .
T e E T TR Y e URRS T T P
wERLemiRER TR T e | | 199 20
FoRTER
AR
washuwrreep g RTINS TEER D | os00r |55
X




e e e o | PEERRy| TEER
WA EBRORAEAEERR | 0T | B B B 0 | g0
(D B A S |2EER| 4
/’z\
T . s |RLEREA .
16 P A L HY NI I . ; ) T 1=, H
BIETHRASbR. X *ix RAKAE. BR 00 | g
—&% ’

JHAMRF AR (FEAEMF R, FAE. R, ERREA, REZER, EHH&E
A, EAE, HRRE, REFINERH. REF)

- <7, V=N=Nys 3
5% ke | FRLRRAL g |RER g | papa
G | FEA s | 2013- 9/3 KELE
& K881 i EERS 05
149 3 o 2018- |CNA20131 22
0 01 032. 1
W | FEEEH S | 2012- B4t
FAR15 # | mEEERA| 06 23 | sorx
TEE G | LA &M E | 2020 | ¥ FH 47 K EE
i A097 i FERS 05 |20200001] Y° | oF
\ A S | ZRAE ST | 2021 | BEH K EIE
F K996 i E T RL 04 20210003 1/5 07 TG
\ S | FEA AT | 2021- | BEH K EIE
Fi K992 i EERS 07 (20210005 1/5 07 7T
A H S | WL AR E | 2018 | W E AR K EIE
#4991 i EER S 01 [2018002 1/2 05 TG
— MR ERTELRL .
WML A B R| BERER | gmes | 20207 [A2006111 o) REL
H SSRATIC 5| 4 4 fz A 10 1239213.5
—ANBE B 3 3 o i AR R .
A B R BERER | gEeq | 20U [AL20I310) o ) KA
HSRATIE 02 (398063 2
849 35T o 2015 |CNA20060
BCms12 P 11| 0907 | ¥?
B 491 T o 2015 |CNA20060
BCsml6 # 11 | osg.3 | /2
\ o AEL W HT o 2015- |CNA20050
MAR6T o 01 | 7a0.7 | ¥/2
149 3T o 2018- |CNA20131
B K215 " o1 0%6. 9 2/2
AEL T FT o 2017- |CNA20131
B A 309 " 09 029. 6 2/2
849 3T o 2018- |CNA20131
B K319 " 01 098, 7 2/2
\ TR 3T o A 2018- |CNA20131
#4329 # o1 | o27.8 | ¥/?
AEL W HT o 2017- |CNA20120
#4626 0 05 052.9 2/2




B R 4878

AEL 3 o A
M

2018~
01

CNA20120
053.8

2/2

. HABRURZFRZR SRS ER

Bl R A2
EZHN

Bl A b R A
H




B A AR
H M5

(W EME. WA, #FE/ FALEURRE CHERF 7' TE)

GAPEE1: ke
2~ MR % TR

(WA ERE. EHRFF)




(BHEHLREFRE, ERICGEFAR)

MERBTF
R R
I Bk
16 LR K 52 55

Ny EABRURRBRE. RBHELFR

. ERARUKREFEF BRI

R £
2021 %
2020 A
2019 A
2018 A
2017 A
2016 A
2015 A




2014 S
2013 G
2012 G
2011 S
2010 S
2009 s
2008 G
2007 S

Wi AR

ANAE, WEREABZREZT R, WAL, KARE-TER.




