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An innovative
procedure of genome-—
wide association
analysis fits
studies on germplasm
population and
plant breeding

THEORETICAL AND
APPLIED GENETICS
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QTL-allele matrix
detected from RTM-
GWAS is a powerful
tool for studies in
genetics, evolution,
and breeding by
design of crops

JOURNAL OF
INTEGRATIVE
AGRICULTURE
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Detecting the QTL-
allele system of
seed oil traits
using multi-locus
genome—wide
association analysis
for population
characterization and
optimal cross
prediction in
soybean

FRONTIERS IN PLANT
SCIENCE
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Identification of
the QTL-allele
system underlying
two high—throughput
physiological traits
in the Chinese
soybean germplasm
population
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Genetic dynamics of
flowering date
evolved from later
to earlier in annual
wild and cultivated
soybean in China

CROP SCIENCE
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Detecting the QTL-
allele system of
seed isoflavone

content in Chinese
soybean landrace
population for

optimal cross design
and gene system
exploration

THEORETICAL AND
APPLIED GENETICS
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Fine mapping of a
major locus
controlling plant
height using a high—| THEORETICAL AND 9/8 3— oolg | ACEAHRF)/ICR
density single- APPLIED GENETICS i Q1/4.115
nucleotide
polymorphism map in
Brassica napus
TR 7 B B % fi 5 4 o
EEAXBAFF AN EHER 17 SN R
FESUHERT S
RAERA NS [ 5o o
EEAXBAM AR PERLHY 1/6 2020 | S TETEE
% 5 b o W AL RIS
2. IR LUk oy AL 3% 2 1 O
3 i - ,
fres RIEEE | man \mmas| xmes | w5

JLHMNA MR (FEFEMF B, HEGE, B, ERREA, REFER, EHHE
A, B, FBRE, REGZHNEEXH. RED)

en | FR/BR/R o |BT/E N
% 3] LR e | RTLE | e |
— F % T SNPLDBAF 12 # IR _
BB e ERE AR EEREA | gmen |0 P00 g5
S 77 -

. HABRUREAZRAME SRS FR

B Fr 2 A2 X
EXZRS




Mo AH

H
(WM. WT R, HF/ FAEEURRE AR RF 7 E T
R A A B
H MRS
(WA ERE. EHRSF)
AN AE A

~ M A TR




(BHEHLREFRE, ERICGEFAR)

MERBTF
R R
I Bk
16 LR K 52 55

Ny EABRURRBRE. RBHELFR

. ERARUKREFEF BRI

EREE EHER & E
2021 a1
2020 B 1%
HIE AR

RAAGE, WEFFENEAZTE, WHTE, AAAE-TER,







